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306500 H 


667000 H 


428000 | 


253000 1 
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306600 I 
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305200 
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345200 H 
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409100 D 


431700 I 
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443800 I 


304200 || 


681700 H 


595000 || 
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945400 || 
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397500 H 
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372300 || 


302800 H 


679800 H 


531000 || 


298100 1 


661000 I 


413500 U 


355400 | 


533300 H 


628200 H 


343800 U 


883100 I 


432400 H 


350200 I 


643100 B 


414700 
391200 


867100 | 




927000 B 


685000 B 


Sequence (5'-3') 


TTTGGTTGTGCTGTGGCTCCTTGGAAAGTGAT i 


CGCGCCGAGGATATTCCATGTCCTATTGTG ! 


CAATCTACACAATAGGACATGGAATATTCACTTTCCAAGGAGCCACAGCACAACCAAA ! 


GTTTACCTTCTGTTGGCATGTCAATGAACTTAAAGACTCT i 


CGCGCCGAGGAGCTCACAGATCGC \ 


TCAGATGCGATCTGTGAGCTGAGTCTTTAAGTTCATTGACATGCCAACAGAAGGTAAAC i 


CAGGGAAATTGCCGAGTGACCGCCATGT | 


ACGGACGCGGAGGGCAGAACAATGCAG i 


CTCATTCTGCATTGTTCTGCCCATGGCGGTCACTCGGCAATTTCCCTGGG I 


GACTCTCCTTTTGGATACCTAGATGTTTTAACAGAAAAAGAAATATTTGAAAGT 
CGCGCCGAGGATATGTTCTTTGAATACCTTACTTAT 


ATAAGTAAGGTATTCAAAGAACATATCTTTCAAATATTTCTTTTTCTGTTAAAACATCTAGGTATCCAAAAGGAGAGTC i 


CCCCAAACTCTCCAGTCTGTTTAAAAGATTA I I I I I I C j 


CGCGCCGAGGGTTTCTGTCCAGGAGACA i 


GCTTTGATGACGCTTCTGTATCTATATTCATCATAGGAAACACCAAT i 


CGCGCCGAGGAGATATTTTCTTTAATGGTGCC j 


GCCTG G CACCATTAAAGAAAATATCTTTGGTGTTTCCTATGATGAATATAGATACAG AAG CGTCATCAAAGCATGCC [ 


GCCCTTCGGCGATG I I I I I I CTGGAGA I II A I GTTCTATGT f 


ACGGACGCGGAGAAATCTTTTTATATTTAGGGGTAAG I 


AGATCCTTACCCCTAAATATAAAAAGATTTCATAGAACATAAATCTCCAGAAAAAACATCGCCGAAGGGCATTA I 


AATCATAG CTTCCTATGACCCG G ATAACAAGGAGGAACT i 


CGCGCCGAGGACTCTATCGCGATTTATCT i 


ATGCCTAGATAAATCGCGATAGAGTGTTCCTCCTTGTTATCCGGGTCATAGGAAGCTATGATT i 


CATGAATGACATTTACAGCAAATGCTTGCTAGACCAATAATTAGTTATTCACT I 


ACGGACGCGGAGGTTGCTAAAGAAATTCTTGCT i 


CAACGAGCAAGAATTTCTTTAGCAACGTGAATAACTAATTATTGGTCTAGCAAGCATTTGCTGTAAATGTCATTCATGTAAAA I 


GCAATTTTGGATGACCTTCTGCCTCTTACCATATTTGACTTCATCCAGT i 


CGCGCCGAGGATATGTAAAAATAAGTACCGTTAA I 


AGACATACTTAACGGTACTTATTTTTACATATCTGGATGAAGTCAAATATGGTAAGAGGCAGAAGGTCATCCAAAATTGCTATATC I 


GAGAGTTGGCCATTCTTGTATGGTTTGGTTGACTTT j 


CGCGCCGAGGGTAGGTTTACCTTCTGTTGG i 


CATGCCAACAGAAGGTAAACCTACAAGTCAACCAAACCATACAAGAATGGCCAACTCTC I 


CCTGAAAGATATTAATTTCAAGATAGAAAGAGGACAGTTGTTGGT \ 


ACGGACGCGGAGAGGTTGCTGGATCCA i 


CCAGTGGATCCAGCAACCTCCAACAACTGTCCTCTTTCTATCTTGAAATTAATATCTTTCAGG i 


AGTGCATAGGGAAGCACAGATAAAAACACCACAT j 


CGCGCCGAGGAGAACCCTGAGAAGAAGAA | 


AGCCTTCTTCTTCTCAGGGTTCTTGTGGTG ! 1 Ml ATCTGTG CTTCCCTATG CACT i 


GCAGAGAAAGACAATATAGTTCTTGGAGAAGGTGGAATCACACTGAGTGGAGT I 


CGCGCCGAGGATCAACGAGCAAGAATTTCT | 


CTTGCTAAAGAAATTCTTGCTCGTTGATCTCCACTCAGTGTGATTCCACCTTCTCCAAGAACTATATTGTCTTTCTCTGCAAACTT f 


AAATCAAACTAAACATAGCTATTCTCATCTG CATTCCAT | 


ACGGACGCGGAGGTGTGATGAAGGCCAAA ! 


CCA I I I I IGGCCTTCATCACACTGGAATGCAGATGAGAATAGCTATGTTTAGTTTGATTT j 


CCATATTTCTTGATCACTCCACTGTTCATAGGGATCCAAT 
CGCGCCGAGGC I I I I I I C I AAATGTTCCAGAAAAA 


ATTTATTTTTTCTGGAACATTTAGAAAAAAGTTGGATCCCTATGAACAGTGGAGTGATCAAGAAATATGGAAAG 
GCCTTTCCAGTTGTATAATTTATAACAATAGTGCCTAAAAGATTAAATCAATAGGTACATT 


CGCGCCGAGGAATTCATCAAATTTGTTCAGGT | 


ACCTGAACAAATTTGATGAATTATGTACCTATTGATTTAATCTTTTAGGCACTATTGTTATAAATTATACAACTGGAAAGGC I 


GCCTTrCAAATTCAGATTGAGCATACTAAAAGTGACTCTCTAATTTTCTAI I I I IGGTAATAT | 
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Mutation 


Sample 


if* A! 1 CI C 


Ml IT Al 1 CI C 

MU 1 ALLtLt 


rUZ. KatlO 


2789+5G>A 


26mix 


3.94 


4.69 


1.19 


KlloZX 








U.V/Z 


R347P 


15 


3.38 


4.60 


1,36 


G85E 




O CO 




U./U 


KoqU 1 


n 

y 


o.oU 


O A~f 
Z.Hf 


U. / 0 


_j ~ 1 1 it n ~7 

dell507 


1 


o.1o 


1.98 


U.DO 


1 898+1 G>A 


111 A2/8 


6.23 


2.84 


0.46 


R117H 


30 


3.46 


1.87 


0.54 


delF508 homo MT 


3 


3.44 


1.14 


0.33 


WT gDNA 


03-243 


3.58 


1.06 


0.30 


Mutation 


Sample 


IC ALLELE 


MUT ALLELE 


FOZ Ratio 


2184delA plasmid/internal 










control syn. Target 


plasmid/syn. Target 


4.67 


3.65 


0.78 




Mutation 


Sample 


IC ALLELE 


MUT ALLELE 


FOZ Ratio 


A455E 


8 


3.26 


2.88 


0.88 


3659delC 


14 


3.38 


2.36 


0.68 


N1303K 


16 


3.92 


2.11 


0.54 


3120+1G>A 


6 


3.84 


2.45 


0.64 


G551D 


20 


3.44 


2.04 


0.59 


WT gDNA 


03-243 


3.74 


1.00 


0.27 


I148T/Internal control 


syn. target 


4.35 


5.08 


1.17 


1078delT/lnternal control 


syn. target 


4.44 


4.97 


1.12 




Mutation 


Sample 


IC ALLELE 


MUT ALLELE 


FOZ Ratio 


711+1G>T 


2 


3.95 


2.82 


0.71 


W1282X 


19 


4.44 


2.16 


0.49 


1717-1G>A 


. 28 


4.87 


2.19 


0.45 


3849+1 OkbC>T 


5 


3.82 


2.48 


0.65 


WT gDNA 


03-243 


4.67 


1.10* 


0.24 




Mutation 


Sample 


IC ALLELE 


MUT ALLELE 


FOZ Ratio 


621+1G>T 


11 


4.23 


2.05 


0.49 


G542X 


18 


3.40 


2.83 


0.81 


R553X 


7 


4.53 


3,27 


0.72 


R334W 


22 


3.72 


2.79 


0.75 


WT gDNA 


03-243 


4.18 


1.14 


0.27 



